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Most research journals publish data as figures which are not machine-readable. The SourceData project aims at providing
new ways for scientists to efficiently find research data in the published literature. We develop tools to make the data
underlying published papers easier to find, to promote their reuse and to connect data across the scientific literature.

. — Descriptive metadata

Published experiments are described using recognized standardized terminologies to reduce ambiguities. In a second step, entities are assigned to
experimental “roles” to capture the essence of the experimental design. SourceData is developing a user-friendly web-based curation platform
that helps data editors and biocurators to perform these key tasks.
Entities and resources Tagging of figures and their legends
PUinC Resources Entity Type Entity ROIE ~ Paper " List Condensed Summary
S ” The Parkinson's disease-linked proteins Fbxo7 and Parkin interact to mediate mitophagy ~
L ma . . . — [nn3489] Nature Neuroscience 2013 v Tag External id Taxon
o S what is being actively
ChEBI/PubChem “%  Molecules changed to test a causal = | 3o Taxons  omo sapiens e | || | |
( hyp°theSiS? - Drosophila melanogaster - v figlr-A
N <% (CC3 niprot: omo sapiens 4
NCBI Gene/Rfam r\j" Genes ot s being S D T " List of identifiers
- w | | niprot:
U . t " P t . measured? é owned by Robin Liechti  take ownership show mat. & meth. | ' export = delete paper 6 GO:0005739 ’%
niprot -« roteins . €
. what is used as a .TQ v Figuresand panels < > pretag with tags from: paper ®  loytosolic) GO0:0005737 ’ %
SLI bce”u Ia r base“ne measurement? § Fbxo7, NCBI gene:25793 Homo sapiens s R
Gene OntOIOgY/ Corum @ | ocC ati on figf7-A e /s % o n D CL/GVCL:CVCL_0019 Homo sapiens 7%
what is used ® ime course
X as a proxy measurem- 8 Mi'OC"O"d'*ﬂ7 Conlrolcy‘os:lbxw KD / ::/estern blot
Cello-saurus * - Cell type ent? e IO P D15 01§ heooP " eom
o 's SR |, 15 v ="
Uberon &5 - Tissue what distintlguishes , )Z—”( 50 | 3()_(;;wrm 4 ChEBI:3259 mitocgndrial m?;o”c
- experimental groups: Y .
. (a) Treatment with (10 uM) results in an increase in (LC3J-Il in the but not the fraction of cells stably i - o (jmw YYYYY
NCBI Taxonomy i Organlsm any expressing the empty shRNA vector (control), and this is delayed in stable (Fbxo7) knockdown (KD) (SH-SY5Y] cells. . (f; F?: : tga
other , . .
? . . entities Click on a tag and hold the ALT key to confirm / delete all tags or suggestions of the same text and type.
No external resource ¢ Unidentified o ™
Integrated curation interface N .

Data-oriented search Visual summary

Searching and navigating the ‘knowledge graph’ built from connected data will open new possibilities for scientists to browse, search and mine
the scientific literature in a more efficient and intuitive manner. Combining human-readable figures and machine-readable descriptive metadata
into ‘smart figures’ overcomes the limitations and complements the current keyword search methods.
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ATGS5 is induced by DNA-damaging agents and promotes mitotic catastrophe

B ATG5 is induced by DNA-damaging agents and promotes mitotic catastrophe independent of autophagy
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Summary Future Direction Sign up as beta-tester at:

The SourceData curation tool uses a two step Integrating SourceData in the EMBOpress publishing
process to extract a machine-readable workflow: http://sourcedata.embo.org
representation of published experiments: The curation of live manuscripts is currently being tested at
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